Cat. No. 10 220 612 001
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Cat. No. 10 656 275 001
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Cat. No. 11 274 031 001

For life science research only. Not for use in diagnostic procedures.
FOR /N VITRO USE ONLY.

Restriction Endonuclease BamH |

From Bacillus amyloliquefaciens H

1000 units (10 U/pD)
2500 units (10 U/pl)
10 000 units (10 U/pl)
10 000 units, high concentration (40 U/pul)
50 000 units, high concentration (40 U/pl)

Please see label for lot specific values.

Version October 2004
Store at —15 to —25°C

Stability/Storage The undiluted enzyme solution is stable when stored at

Sequence
specificity

Compatible ends

—15 to —25°C until the control date printed on the label.
Do not store below -25°C to avoid freezing.

BamH | recognizes the sequence G/GATCC and
generates fragments with 5'-cohesive termini (1),
which contain the same tetra-nucleotide sequence
GATC as the cohesive termini of the fragments of Bc/l,
Bgl ll, Mbo |, Sau 3A or Xho Il (2).

BamHI generates compatible ends to Bc/ |, Bglll,
Nde |l (Mbo 1), Sau 3A and Xho ll.

Enzyme | Recogni- | New sequence if BamH | is ligated | Enzyme that

witI_1 com- | tion to enzyme with compatible ends can cut this

gﬁggle sequence | g i Enzyme| Enzyme - BamH | new sequence

BamH 1 | G/GATCC | G/GATCC G/GATCC BamH | + Bst

Bcll T/GATCA | G/GATCA T/GATCC Dpn |, Nde I,
Sau 3A

Bgll A/GATCT | G/GATCT A/GATCC Dpn |, Nde I,
Sau 3A, Xho Il

Nde ll /G*AT°C G/G*AT°C /GATCC Dpn |, Nde I,
Sau 3A

Sau 3A /G°AT*C G/G°AT*C /GATCC Dpn |, Nde I,
Sau 3A

Xholl Pu/GATCPy| G/ GATCPy Pu/GATCC BamH |, Dpn |,
Nde |, Sau 3A,
Xholl

Isoschizomers The BamH | is an isoschizomer of Bst I.

Methylation
sensitivity

Storage buffer

Supplied

Incubation buffer

(10x)

Activity in

SuRE/Cut Buffer

System

Incubation temp.

Unit definition

Typical
experiment

1004.10881481®

BamH 1 is not inhibited by overlapping dam-methyla-
tion but is inhibited by the presence of 5- or 4-methyl-
cytosine at the internal C residue as indicated (*).

10 mM Tris-HCI, 300 mM KCI, 1 mM EDTA, 1 mM DTE, 0.01%
(v/v) Polydocanol, 50% Glycerol (v/v), pH approx. 7.4 (4°C).

100 mM Tris-HCI, 1 M NaCl, 50 mM MgCl,, 10 mM
2-Mercaptoethanol; pH 8.0 (at 37°C), (& SuRE/Cut
Buffer B).

Bold face printed buffer indicates the recommended
buffer for optimal activity:

A B L M H
100% 100% | 75-100% 100% 25-50%
37°C

One unit is the enzyme activity that completely cleaves 1 pg
ADNAin 1 h at 37°C in a total volume of 50 wl SURE/Cut buffer
B. 1 ng pBR322 DNA is digested completely by ca. 2 units of
Bam HI on account of the larger number of cleavage sites per
g pBR322 DNA as compared to ADNA.

Component Final concentration

DNA 1pg

10 x SuRE/Cut Buffer B |2.5 pl

Repurified water Up to a total volume of 25
Restriction enzyme 1 unit

Incubate at 37°C for 1 h.

Heat inactivation Up to 10 Units BamH | / ug DNA can be heat-inacti-

vated by 15 min incubation at 65°C, higher enzyme
concentrations can no more be completely inactivated
under these conditions.

Number of cleavage sites on different DNAs (2):

N Ad2

SV40

® X174 M13mp7 pBR322 pBR328 pUC18

5 3

Activity in PCR
buffer

Troubleshooting

Star activity

Quality control

Absence of
unspecific
endonuclease
activity

Absence of
exonuclease
activity

Ligation and
recutting assay

1 0 2 1 1 1

Relative activity in PCR mix (Taqg DNA Polymerase
buffer) is 100%. The PCR mix contained \ target DNA,
primers, 10 mM Tris-HCI (pH 8.3, 20°C), 50 mM KClI,
1.5 mM MgCl,, 200 wM dNTPs, 2.5 U Tag DNA poly-
merase. The mix was subjected to 25 amplification
cycles.

A critical component is the DNA substrate.

Many compounds used in the isolation of DNA e.g.
phenol, chloroform , EtOH, SDS, high levels of NaCl,
metals (e.g., Hg?*, Mn?*%), inhibit or alter recognition
specifity of many restriction enzymes.

Such compounds should be removed by EtOH
precipitation followed by drying, before the DNA is
added to the restriction digest reaction.

Appropriate mixing of the enzyme is recommended.

@ Check out the Restrictions Enzymes Frequently
Asked Questions at http://www.roche-applied-sci-
ence.com/support.

BamH | exhibits star activity under non-optimal condi-
tions. The relaxed specificities of BamH | are GGATCN
or G(R)ATCC. The relaxed specificity of BamH | can be
induced by lowering the ionic conditions of the RE
buffer, by increasing the glycerol conc. to >5% or by
using excess enzyme.

See data label for lot-specific values.

1 g ADNA is incubated for 16 h in 50 pl incubation
buffer with excess of BamH | . The number of enzyme
units which do not change the enzyme-specific pattern
is stated under “Endo”

Approx. 5 g [3H]- labeled calf thymus DNA are incu-
bated with 3 wl BamH | for 4 h at 37°C in a total vol-
ume of 100 pl 50 mM Tris-HCI, 10 mM MgCl,, T mM
Dithioerythritol, pH approx. 75. The release of radioac-
tivity is calculated as a percentage value of liberated to
input radioactivity per unit of enzyme (stated under
“Ex0™).

BamH | fragments obtained by complete digestion of
1 g ADNA are ligated with 1 unit T4-DNA ligase
(Cat. No. 10 481 220 001) in a volume of 10 pl by incu-
bation for 16 h at 4°C in 66 mM Tris-HCI, 5 mM MgCl,,
5 mM Dithioerythritol, T mM ATP, pH 75 (20°C).

The percentage of ligation and subsequent recutting
with Bam HI yielding the typical pattern of N - Bam HI
fragments are determined and stated under “Lig” and

“Rec”.



http://www.roche-applied-science.com/support
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Printed Materials You can view the following manuals on our website:

Laminated Buffer Chart
Lab FAQS “Find a Quick Solution”
Restriction Enzyme Ordering Guide

Molecular Weight Markers for Nucleic Acids

Poster “Rec. Sequences of Restriction Enzymes”

SuRE/Cut is a trademark of a member of the Roche group

Commonly used bacterial strains

Acids Res. 22, 2197. A
10 Newman, M. et al. (1994) “Structure of restriction endonuclease Strain . — GenOtype .
BamHI and its relationship to Eco RI” Nature 368, 660-664. BL21 E coliB F~ dcm ompT hsdS(rg- mg-) gal (Studier, FW. et al
11 Smith, L.A. & Chirikjian, J.G. (1979) "Purification and Character- (1986) J. Mol. Biol,, 189, 113.)
ization of Sequence-specific Endonuclease BamHI" J. Biol. C600° supE44 hsdR2 thi-1 thi-1 leuB6 lacYT tonA2T,
Chem. 254, 1003-1006. ) ’
12 Ushay, H.M. et al. (1981) "Inhibition of the BamHI Cleavage and (Hanahan, D. (1983) J. Mol. Biol. 166, 557)
Unwinding of pBR322 Deoxyribonucleic Acid by the Antitumor DH50. supE44 A(lacU169 (080d/acZAM15) hsdR17 recAl endAl
Drug cis-Dichlorodiammineplatinum(ll)" Biochem. 20, gyrA96 thi-1 relA1; (Hanahan, D. (1983) J. Mol. Biol. 166, 557.)
3744-8748. HB101 SupE44 hsdS20 recA13 ara-14 proA2 lacY1 galK2 rpsL20 xyl-5
mtl-1; (Hanahan, D., (1983) J. Mol. Biol. 166, 557)
Ordering Information JM108 recAT supE44 endAT hsdR17 gyrA96 relAl thi A(lac-proAB);
(Yanisch- Perron, C. et al., (1985) Gene 33, 103.)
JM109 recAT supE44 endAT hsdR17 gyrA96 relA1 thi A(lac-proAB
Roche Applied Science offers a large selection of F’[traD36l;))roAB+ , lacld /acZAi(\Jilv1 5]; Gac-p )
reagents and systems for life science research. (Yanisch- Perron, C. et al., (1985) Gene 33, 103.)
For a complete overview of related products and man- JM110 rpsL (St”) thr leu thi-I lacY galK galT ara tonA tsx dam dem
u_als, please visit and bookmqu our Special Interest supE44 A(lac-proAB) FtraD36proAB™ , lacl lacZAM15];
Sites: http://www.roche-applied-science.com (Yanisch- Perron, C. et al., (1985) Gene 33, 103.)
Product Application Packsize |Cat. No. K802 SupE hsdR gal metB; (Raleigh, E. et al., (1986) Proc.Natl.
Restriction DNA restriction diges- | Please refer to website or catalogue Acad.Sci USA, 83, 9070.; Wood, W.B. (1966) J. Mol. Biol., 16,
Enzymes tion 118)
Rapid DNA Ligation of sticky-end Kit G0 DNA | 11635379 001 SURE' recB rec) sbc C201 uvrC umuC::Tn5(kan’) lac, A(hsdRMS)
Ligation Kit or blunt-end DNA frag- ligations) endA1 gyrA96 thi relA1 supE44 F[proAB™ lacl9 lacZAM15
mentsoin just 5 min at Tn10 (tet"); (Greener, A. (1990) Stratagies, 3, 5.)
_ 15-25C. TG1 SUPE hsd A5 thi Alac-proAB) F [traD36proAB™ , lacl?
T4 DNA Ligase Ligation of sticky- and 100 U 10 481 220 001 lacZAM15]; (Gibson, T.J. (1984) PhD Theses. Cambridge
blunt ended DNA frag- | 500 units (1 U/pl) | 10 716 359 001 University, U.K)
ments. L
- - XL1-Blue' supE44 hsdR17 recAT endAl gyrA46 thi relAT lac F[proAB™
Alkaline Pho.s— Dephosphorylatlc_)n of 1000 U 11 758 250 001 /aéqu lacZAM15 Tn10 [tel')]' (BgLJJ/”OCk et al., (1987) lp
phatase, shrimp 5'-phosphate residues BioTechni 5 376 ’ i
from nucleic acids. lolechniques, o, )
Heat inactivation:
15 min at 65° C.
Alkaline Phos- Dephosphorylation of 1000 U 11 097 075 001
phatase (AP), spe- |5"-phosphate residues (20 U/ph)
cial quality for from nucleic acids.
molecular biology
Agarose MP Multipurpose agarose 100 g 11 388 983 001 How to contact Roche Applied Science
for analytical and pre- 500 g 11388991 001
parative electrophore- www.roche-applied-science.com
sis of nucleic acids ) s ) )
Agarose LM-MP  |Low melting point aga- 509 11 441 345 001 to order, solve technical queries, find product information,
rose allows enzymatic 1009 11 441 353 001 or contact your local sales representative.

manipulations

Agarose Gel DNA
Extraction Kit

For the elution of DNA
fragments from agar-
ose gels.

1 Kit (max. 100
reactions)

11 696 505 001

High Pure PCR
Product Purifica-
tion Kit

Purification of PCR or
enzymatic modification
reaction (e.g., restric-
tion digest)

50 purifications
250 purifications

11732 668 001
11732 676 001

SuRE/Cut Buffer
Set for Restriction
Enzymes

Incubation buffers
AB,LM and H for
restriction enzymes

1 ml each (10x
conc. solutions)

11082 035 001

www.roche-applied-science.com/pack-insert/10220612001a.pdf

Please visit our new Online Technical Support Site under
www.roche-applied-science.com/support

SuRE/Cut Buffer A |Restriction enzyme 5x 1 ml (10x conc. | 11 417 959 001
incubation solution)
SuRE/Cut Buffer B |Restriction enzyme 5x 1 ml (10x conc. | 11 417 967 001
incubation solution)
SuRE/Cut Buffer H |Restriction enzyme 5x 1 ml (10x conc. | 11 417 991 001
incubation solution)
SuRE/Cut Buffer L |Restriction enzyme 5x 1 ml (10x conc. | 11 417 975 001
incubation solution)
SuRE/Cut Buffer M |Restriction enzyme 5x 1 ml (10x conc. | 11 417 983 001
incubation solution)
Water, PCR Grade |Specially purified, dou- 100 ml 03 315843 001
ble-distilled, deionized, | (4 vials of 25 ml)
and autoclaved 25 ml 03315932 001
(25 vials of 1 ml)
) 25 ml 03 315 959 001
(1 vial of 26 ml) Roche Diagnostics GmbH
BSA, special qual- |Maintaining enzyme 20 mg (1 mi) 10 711 454 001 Roche Applied Science

ity for molecular
biology

stability

Nonnenwald 2
82372 Penzberg
Germany



http://www.roche-applied-science.com
www.roche-applied-science.com/support

	Restriction Endonuclease BamH I
	Stability/Storage
	Sequence specificity
	Compatible ends
	Isoschizomers
	Methylation sensitivity
	Storage buffer
	Supplied Incubation buffer (10x)
	Activity in SuRE/Cut Buffer System
	Incubation temp.
	Unit definition
	Typical experiment
	Heat inactivation
	Activity in PCR buffer
	Troubleshooting
	Star activity
	Quality control
	Absence of unspecific endonuclease activity
	Absence of exonuclease activity
	Ligation and recutting assay
	References
	Ordering Information
	Printed Materials

	Commonly used bacterial strains
	How to contact Roche Applied Science
	www.roche-applied-science.com




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (Adobe RGB \0501998\051)
  /CalCMYKProfile (Photoshop 5 Default CMYK)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.2
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /Walter2
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 600
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects true
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /Unknown

  /Description <<
    /FRA <>
    /ENU (Use these settings to create PDF documents with higher image resolution for improved printing quality. The PDF documents can be opened with Acrobat and Reader 5.0 and later.)
    /JPN <FEFF3053306e8a2d5b9a306f30019ad889e350cf5ea6753b50cf3092542b308000200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e30593002537052376642306e753b8cea3092670059279650306b4fdd306430533068304c3067304d307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e30593002>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /DEU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.000 842.000]
>> setpagedevice


